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Strep-Tactin XT Sepharose & StrepTactin Sepharose High Performance ( HP ) IERIUH—FFF % |
EEESNFENN , HEeBAETHRM THI T,  Strep-Tactin XT 3244 1 70 5 mL FREEELAR
BCEIER],  Strep-Tactin XT ECARIIREEBAR™E , ARKEENEMNERNBIERRAMR
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Strep-Tactin XT Sepharose #[] StrepTactin
Sepharose HP BYSCIRZEERXTLY,

SHRIFEFREE Y Strep-Tactin XT Sepharose IEFHY StrepTrap™ XT 1 mL EATHEFIZEE StrepTactin
Sepharose HP |9 StrepTrap HP 1 mL E#T4E , ZB{t, 3 mg GAPDH Strep-tag ll, ECER 7 FEFIERL/E
ITENERA - RNAE,

SR

SDS-PAGE (B 1) B/ iRENTERIAEEITRE. RIS CENEERE R , £/ StrepTrap
XT AI[ElUT 98 % B EIFRER , MfER StrepTrap HP AJEIZ 84%AIEREH.

Columns: StrepTrap XT 1 mL
StrepTrap HP 1 mL
Sample: Glyceraldehyde 3-phosphate dehydrogenase (GAPDH Strep-tag Il, tetramer,M 37 400/subunit), 1

mg/mL in E. coli lysate

Sample volume: 3 mL

Binding buffer: 100 mM Tris-HCI, 150 mM NaCl, 1 mM EDTA, pH 8.0

Elution buffer: StrepTrap XT: 100 mM Tris-HCI, 150 mM NaCl, 1 mM EDTA, 50 mM biotin, pH 8.0 StrepTrap
HP: 100 mM Tris-HCI, 150 mM NaCl, 1 mM EDTA, 2.5 mM desthiobiotin, pH 8.0

Flow rate: 1mL/min
System: AKTA™ pure 25
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1. StrepTrap XT 1 mL#{ StrepTrap HP 1 mL SDS-PAGE 9T (B SHEr=IEZE) XL,
FRETERAE YRS,
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£ AKTA go BRIV ZE S _LEFB StrepTrap XT
G ErraElR

TEIESE AKTA go ZRSERY StrepTrap XT 5 mL E=ATHE L , M 30 mL KB TR ZAEI PR IhEL T
E5%H GAPDH Strep-tag Il EH.

{5 AKTA go RARAIFRE XI5 iENES

UNICORN™ E] FF-F~ AKTAgo RIFIRE XI5 (A A BIE EEHL IS ER9RTRE (B 2) .
(A)

M Flow 5 mL/min

#+——— 5 column volumes (CV) of binding buffer

Equilibration
v
. . #+—— 30 mL centrifuged and filtered E. coli lysate
iodi oh Empty loop: 9 mL binding buffer
v

——— 5 CV of binding buffer

o
Column Wash - Wash Out Unbound Sample

v
- #4—— 6 CV of elution buffer
v
e #}—— Wash: 3 CV of distilled water

Regeneration: 3 CV 50 mM NaOH
Wash: 3 CV distilled water
Re-equilibration: 8 CV of binding buffer

2. (A)) UNICORN BR{4eRFFIEMTRITUE X T35, ERARERISHEHFD A BT CIP YRER=MA
EERHEITENERIBLE. (B) AKTAgo EEMELERS , StrepTrap XT EHTHEF] Strep-Tactin XT
Sepharose FEAEHTIER.
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Strep-tag || EEHEBBRIEREMN TR , —PEURIRNAREEAE (B 2) . £/ 5
mL StrepTrap XT EHTEAISLIIEENER (292 mg ) MIBAE. FEXAITEENL T T5iERIE)
EFFSEI T R,

Column: StrepTrap XT 5 mL

Sample: Glyceraldehyde 3-phosphate dehydrogenase (GAPDH Strep-tag Il, tetramer, M, 37 400/subunit),
1 mg/mLin E. coli lysate

Sample volume: 30 mL

Binding buffer: 100 mM Tris-HCI, 150 mM NaCl, 1 mM EDTA, pH 8.0

Elution buffer: 100 mM Tris-HCI, 150 mM NaCl, 1 mM EDTA, 50 mM biotin, pH 8.0
Regeneration: 3 column volumes (CV) distilled water, 3 CV 50 mM NaOH, 3 CV distilled water
Flow rate: 5mL/min
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3. ENTENE R7RME StrepTrap XT 5 mL EHTHE EZELY 30 mg BY GAPDH Strep-tagll,

- 8 Strep-Tactin XT Sepharose IE#}IXJ GAPDH Strep-tag | EEEEHIFFI/] , SZHIRY StrepTactin Sepharose HP #8EY, , EBIWERZI N 98% , RERIBEIKER(N A 84%.,
SEEFFHBYAY Strep-Tactin XT Sepharose FEFENTIER , RE—LRINIEEMENBIREBIHRKIERIRIE , FSLW> 05 %NEBirERE.
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