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Name Internel address Contains information on

GDB http://www.gdb.org = Locstion of human genes. DNA tragments. fragile sites and
breakpoints

Omim http.//www3.ncbi.nlm.nih.gov/Omim/ = Human genes and genetic disorders

MGD http://www.informatics.jax.org = Genetics of laboratory mouse.

Arabidopsis Http://genome-www3 stanford.edu/arabidopsis | = Genomic and related daza, physical and genetic maps of

Yeast http://www.mips.biochem.mpg.de/mips/yeast

Roche Molecular Biochemicals http.//biochem.roche.com

ATCC http://www. atcc.org

Arabidopsis thaliana
> annotated complete DNA sequence of Saccharomyces cerevisiae
= total product portfolio available from Roche Moleculat

Biochemicals.

> Amedcan type culture collection
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